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<110> Ting, Jenny 

Linhoff, Michael 
Harton, Johnathan 
Williams, Kristi 
Lich, John 
O'Connor, William 
Moore, Christopher 
Davis, Beckley 
Brickey, W. Jane 
Conti, Brian 
Zhang, Jinghua 
Zhu, Xin-Sheng 

<12 0> DISCOVERY OF A FAMILY OF INFLAMMATORY AND APOPTOTIC GENES 

<130> 5470-368 

<140> 10511989 
<141> 2005-05-25 



<15 0> PCT/US0 3/135 62 
<151> 2003-04-30 

<150> US 60/376, 626 
<151> 2002-04-30 

<160> 187 

<170> Patentln version 3.3 

<210> 1 

<211> 3731 

<212> DNA 

<213> Homo sapiens 

<400> 1 

attggtgagt ggggcagggc aggagggaac tgaagagtga gaaagcatta tttcagcaaa 60 

aggtctttcc tcccttgctc actcctccaa ccactggctc agcctctccg cccgctgcct 120 

gtgaatgatg caatggaagg tgtgctgggg tcgccctgtg tcccgtgcat aggagcatct 180 

cagcctccag gtcctctcct ttggggctta cggcaccccc atgctacgaa ccgcaggcag 240 

ggacggcctc tgtcgcctgt ccacctactt ggaagaactc gaggctgtgg aactgaagaa 300 

gttcaagtta tacctgggga ccgcgacaga gctgggagaa ggcaagatcc cctggggaag 360 

catggagaag gccggtcccc tggaaatggc ccagctgctc atcacccact tcgggccaga 420 

ggaggcctgg aggttggctc tcagcacctt tgagcggata aacaggaagg acctgtggga 480 



gagaggacag agagaggacc tggtgaggga taccccacct ggtggcccgt cctcacttgg 54 0 



gaaccagtca acatgccttc tggaagtctc tcttgtcact ccaagaaaag atccccagga 600 

aacctacagg gactatgtcc gcaggaaatt ccggctcatg gaagaccgca atgcgcgcct 660 

aggggaatgt gtcaacctca gccaccggta cacccggctc ctgctggtga aggagcactc 720 

aaaccccatg caggtccagc agcagcttct ggacacaggc cggggacacg cgaggaccgt 780 

gggacaccag gctagcccca tcaagataga gaccctcttt gagccagacg aggagcgccc 84 0 

cgagccaccg cgcaccgtgg tcatgcaagg cgcggcaggg ataggcaagt ccatgctggc 900 

acacaaggtg atgctggact gggcggacgg gaagctcttc caaggcagat ttgattatct 960 

cttctacatc aactgcaggg agatgaacca gagtgccacg gaatgcagca tgcaagacct 102 0 

catcttcagc tgctggcctg agcccagcgc gcctctccag gagctcatcc gagttcccga 1080 

gcgcctcctt ttcatcatcg acggcttcga tgagctcaag ccttctttcc acgatcctca 1140 

gggaccctgg tgcctctgct gggaggagaa acggcccacg gagctgcttc ttaacagctt 1200 

aattcggaag aagctgctcc ctgagctatc tttgctcatc accacacggc ccacggcttt 1260 

ggagaagctc caccgtctgc tggagcaccc caggcatgtg gagatcctgg gcttctctga 1320 

ggcagaaagg aaggaatact tctacaagta tttccacaat gcagagcagg cgggccaagt 138 0 

cttcaattac gtgagggaca acgagcctct cttcaccatg tgcttcgtcc ccctggtgtg 1440 

ctgggtggtg tgtacctgcc tccagcagca gctggagggt ggggggctgt tgagacagac 1500 

gtccaggacc accactgcag tgtacatgct ctacctgctg agtctgatgc aacccaagcc 1560 

gggggccccg cgcctccagc ccccacccaa ccagagaggg ttgtgctcct tggcggcaga 1620 

tgggctctgg aatcagaaaa tcctatttga ggagcaggac ctccggaagc acggcctaga 1680 

cggggaagac gtctctgcct tcctcaacat gaacatcttc cagaaggaca tcaactgtga 1740 

gaggtactac agcttcatcc acttgagttt ccaggaattc tttgcagcta tgtactatat 1800 

cctggacgag ggggagggcg gggcaggccc agaccaggac gtgaccaggc tgttgaccga 18 60 

gtacgcgttt tctgaaagga gcttcctggc actcaccagc cgcttcctgt ttggactcct 1920 

gaacgaggag accaggagcc acctggagaa gagtctctgc tggaaggtct cgccgcacat 198 0 

caagatggac ctgttgcagt ggatccaaag caaagctcag agcgacggct ccaccctgca 2040 

gcagggctcc ttggagttct tcagctgctt gtacgagatc caggaggagg agtttatcca 2100 

gcaggccctg agccacttcc aggtgatcgt ggtcagcaac attgcctcca agatggagca 2160 

catggtctcc tcgttctgtc tgaagcgctg caggagcgcc caggtgctgc acttgtatgg 2220 

cgccacctac agcgcggacg gggaagaccg cgcgaggtgc tccgcaggag cgcacacgct 2280 



gttggtgcag ctcagaccag agaggaccgt tctgctggac gcctacagtg aacatctggc 2340 

agcggccctg tgcaccaatc caaacctgat agagctgtct ctgtaccgaa atgccctggg 2400 

cagccggggg gtgaagctgc tctgtcaagg actcagacac cccaactgca aacttcagaa 2460 

cctgaggctg aagaggtgcc gcatctccag ctcagcctgc gaggacctct ctgcagctct 2520 

catagccaat aagaatttga caaggatgga tctcagtggc aacggcgttg gattcccagg 2580 

catgatgctg ctttgcgagg gcctgcggca tccccagtgc aggctgcaga tgattcagtt 2 640 

gaggaagtgt cagctggagt ccggggcttg tcaggagatg gcttctgtgc tcggcaccaa 2700 

cccacatctg gttgagttgg acctgacagg aaatgcactg gaggatttgg gcctgaggtt 2760 

actatgccag ggactgaggc acccagtctg cagactacgg actttgtggc tgaagatctg 2820 

ccgcctcact gctgctgcct gtgacgagct ggcctcaact ctcagtgtga accagagcct 2880 

gagagagctg gacctgagcc tgaatgagct gggggacctc ggggtgctgc tgctgtgtga 2 940 

gggcctcagg catcccacgt gcaagctcca gaccctgcgg ttgggcatct gccggctggg 3000 

ctctgccgcc tgtgagggtc tttctgtggt gctccaggcc aaccacaacc tccgggagct 3060 

ggacttgagt ttcaacgacc tgggagactg gggcctgtgg ttgctggctg aggggctgca 3120 

acatcccgcc tgcagactcc agaaactgtg gctggatagc tgtggcctca cagccaaggc 3180 

ttgtgagaat ctttacttca ccctggggat caaccagacc ttgaccgacc tttacctgac 3240 

caacaacgcc ctaggggaca caggtgtccg actgctttgc aagcggctga gccatcctgg 3300 

ctgcaaactc cgagtcctct ggttatttgg gatggacctg aataaaatga cccacagtag 3360 

gttggcagcg cttcgagtaa caaaacctta tttggacatt ggctgctgaa tggtcctatc 3420 

tgctggctct cccctgagat ctggacagag gaagatggga gggtgctcat caccccccca 3480 

gcataatgat cagcctcctt cctagagaca gactcatgca gattgagatc aaaagtccct 3540 

ctgcttggga tcaaattaat gtttgacaga gctggccagg cgtggtggct catgtatgta 3600 

atcctagcac ttcgagaggc cgaggcaggt ggatcacgag gtcaggagtt tgagattagc 3 660 

ctggccaaga tggtgaaacc ctgtctctac taaaaataaa aaaaaattag ccaggaaaaa 3720 

aaaaaaaaaa a 3731 



<210> 2 

<211> 1062 

<212> PRT 

<213> Homo sapiens 



<400> 2 



Met Leu Arg Thr Ala Gly Arg Asp Gly Leu Cys Arg Leu Ser Thr Tyr 
15 10 15 



Leu Glu Glu Leu Glu Ala Val Glu Leu Lys Lys Phe Lys Leu Tyr Leu 
20 25 30 



Gly Thr Ala Thr Glu Leu Gly Glu Gly Lys lie Pro Trp Gly Ser Met 
35 40 45 



Glu Lys Ala Gly Pro Leu Glu Met Ala Gin Leu Leu lie Thr His Phe 
50 55 60 



Gly Pro Glu Glu Ala Trp Arg Leu Ala Leu Ser Thr Phe Glu Arg lie 
65 70 75 80 



Asn Arg Lys Asp Leu Trp Glu Arg Gly Gin Arg Glu Asp Leu Val Arg 
85 90 95 



Asp Thr Pro Pro Gly Gly Pro Ser Ser Leu Gly Asn Gin Ser Thr Cys 
100 105 110 



Leu Leu Glu Val Ser Leu Val Thr Pro Arg Lys Asp Pro Gin Glu Thr 
115 120 125 



Tyr Arg Asp Tyr Val Arg Arg Lys Phe Arg Leu Met Glu Asp Arg Asn 
130 135 140 



Ala Arg Leu Gly Glu Cys Val Asn Leu Ser His Arg Tyr Thr Arg Leu 
145 150 155 160 



Leu Leu Val Lys Glu His Ser Asn Pro Met Gin Val Gin Gin Gin Leu 
165 170 175 



Leu Asp Thr Gly Arg Gly His Ala Arg Thr Val Gly His Gin Ala Ser 
180 185 190 



Pro lie Lys lie Glu Thr Leu Phe Glu Pro Asp Glu Glu Arg Pro Glu 
195 200 205 



Pro Pro Arg Thr Val Val Met Gin Gly Ala Ala Gly lie Gly Lys Ser 
210 215 220 



Met Leu Ala His Lys Val Met Leu Asp Trp Ala Asp Gly Lys Leu Phe 

225 230 235 240 



Gin Gly Arg Phe Asp Tyr Leu Phe Tyr lie Asn Cys Arg Glu Met Asn 
245 250 255 



Gin Ser Ala Thr Glu Cys Ser Met Gin Asp Leu lie Phe Ser Cys Trp 
260 265 270 



Pro Glu Pro Ser Ala Pro Leu Gin Glu Leu lie Arg Val Pro Glu Arg 
275 280 285 



Leu Leu Phe lie lie Asp Gly Phe Asp Glu Leu Lys Pro Ser Phe His 

290 295 300 



Asp Pro Gin Gly Pro Trp Cys Leu Cys Trp Glu Glu Lys Arg Pro Thr 
305 310 315 320 



Glu Leu Leu Leu Asn Ser Leu lie Arg Lys Lys Leu Leu Pro Glu Leu 

325 330 335 



Ser Leu Leu lie Thr Thr Arg Pro Thr Ala Leu Glu Lys Leu His Arg 
340 345 350 



Leu Leu Glu His Pro Arg His Val Glu lie Leu Gly Phe Ser Glu Ala 
355 360 365 



Glu Arg Lys Glu Tyr Phe Tyr Lys Tyr Phe His Asn Ala Glu Gin Ala 

370 375 380 



Gly Gin Val Phe Asn Tyr Val Arg Asp Asn Glu Pro Leu Phe Thr Met 
385 390 395 400 



Cys Phe Val Pro Leu Val Cys Trp Val Val Cys Thr Cys Leu Gin Gin 
405 410 415 



Gin Leu Glu Gly Gly Gly Leu Leu Arg Gin Thr Ser Arg Thr Thr Thr 
420 425 430 



Ala Val Tyr Met Leu Tyr Leu Leu Ser Leu Met Gin Pro Lys Pro Gly 
435 440 445 



Ala Pro Arg Leu Gin Pro Pro Pro Asn Gin Arg Gly Leu Cys Ser Leu 
450 455 460 



Ala Ala Asp Gly Leu Trp Asn Gin Lys lie Leu Phe Glu Glu Gin Asp 
465 470 475 480 



Leu Arg Lys His Gly Leu Asp Gly Glu Asp Val Ser Ala Phe Leu Asn 
485 490 495 



Met Asn lie Phe Gin Lys Asp lie Asn Cys Glu Arg Tyr Tyr Ser Phe 
500 505 510 



lie His Leu Ser Phe Gin Glu Phe Phe Ala Ala Met Tyr Tyr lie Leu 
515 520 525 



Asp Glu Gly Glu Gly Gly Ala Gly Pro Asp Gin Asp Val Thr Arg Leu 
530 535 540 



Leu Thr Glu Tyr Ala Phe Ser Glu Arg Ser Phe Leu Ala Leu Thr Ser 
545 550 555 560 



Arg Phe Leu Phe Gly Leu Leu Asn Glu Glu Thr Arg Ser His Leu Glu 
565 570 575 



Lys Ser Leu Cys Trp Lys Val Ser Pro His lie Lys Met Asp Leu Leu 
580 585 590 



Gin Trp lie Gin Ser Lys Ala Gin Ser Asp Gly Ser Thr Leu Gin Gin 
595 600 605 



Gly Ser Leu Glu Phe Phe Ser Cys Leu Tyr Glu lie Gin Glu Glu Glu 
610 615 620 



Phe lie Gin Gin Ala Leu Ser His Phe Gin Val lie Val Val Ser Asn 
625 630 635 640 



lie Ala Ser Lys Met Glu His Met Val Ser Ser Phe Cys Leu Lys Arg 
645 650 655 



Cys Arg Ser Ala Gin Val Leu His Leu Tyr Gly Ala Thr Tyr Ser Ala 
660 665 670 



Asp Gly Glu Asp Arg Ala Arg Cys Ser Ala Gly Ala His Thr Leu Leu 



675 



680 



685 



Val Gin Leu Arg Pro Glu Arg Thr Val Leu Leu Asp Ala Tyr Ser Glu 
690 695 700 



His Leu Ala Ala Ala Leu Cys Thr Asn Pro Asn Leu lie Glu Leu Ser 
705 710 715 720 



Leu Tyr Arg Asn Ala Leu Gly Ser Arg Gly Val Lys Leu Leu Cys Gin 
725 730 735 



Gly Leu Arg His Pro Asn Cys Lys Leu Gin Asn Leu Arg Leu Lys Arg 
740 745 750 



Cys Arg lie Ser Ser Ser Ala Cys Glu Asp Leu Ser Ala Ala Leu lie 
755 760 765 



Ala Asn Lys Asn Leu Thr Arg Met Asp Leu Ser Gly Asn Gly Val Gly 
770 775 780 



Phe Pro Gly Met Met Leu Leu Cys Glu Gly Leu Arg His Pro Gin Cys 
785 790 795 800 



Arg Leu Gin Met lie Gin Leu Arg Lys Cys Gin Leu Glu Ser Gly Ala 
805 810 815 



Cys Gin Glu Met Ala Ser Val Leu Gly Thr Asn Pro His Leu Val Glu 
820 825 830 



Leu Asp Leu Thr Gly Asn Ala Leu Glu Asp Leu Gly Leu Arg Leu Leu 
835 840 845 



Cys Gin Gly Leu Arg His Pro Val Cys Arg Leu Arg Thr Leu Trp Leu 
850 855 860 



Lys lie Cys Arg Leu Thr Ala Ala Ala Cys Asp Glu Leu Ala Ser Thr 
865 870 875 880 



Leu Ser Val Asn Gin Ser Leu Arg Glu Leu Asp Leu Ser Leu Asn Glu 
885 890 895 



Leu Gly Asp Leu Gly Val Leu Leu Leu Cys Glu Gly Leu Arg His Pro 
900 905 910 



Thr Cys Lys Leu Gin Thr Leu Arg Leu Gly lie Cys Arg Leu Gly Ser 
915 920 925 



Ala Ala Cys Glu Gly Leu Ser Val Val Leu Gin Ala Asn His Asn Leu 
930 935 940 



Arg Glu Leu Asp Leu Ser Phe Asn Asp Leu Gly Asp Trp Gly Leu Trp 
945 950 955 960 



Leu Leu Ala Glu Gly Leu Gin His Pro Ala Cys Arg Leu Gin Lys Leu 
965 970 975 



Trp Leu Asp Ser Cys Gly Leu Thr Ala Lys Ala Cys Glu Asn Leu Tyr 
980 985 990 



Phe Thr Leu Gly lie Asn Gin Thr Leu Thr Asp Leu Tyr Leu Thr Asn 
995 1000 1005 



Asn Ala Leu Gly Asp Thr Gly Val Arg Leu Leu Cys Lys Arg Leu 
1010 1015 1020 



Ser His Pro Gly Cys Lys Leu Arg Val Leu Trp Leu Phe Gly Met 
1025 1030 1035 



Asp Leu Asn Lys Met Thr His Ser Arg Leu Ala Ala Leu Arg Val 
1040 1045 1050 



Thr Lys Pro Tyr Leu Asp lie Gly Cys 
1055 1060 



<210> 3 

<211> 3563 

<212> DNA 

<213> Homo sapiens 

<400> 3 

attggtgagt ggggcagggc aggagggaac tgaagagtga gaaagcatta tttcagcaaa 60 

aggtctttcc tcccttgctc actcctccaa ccactggctc agcctctccg cccgctgcct 120 

gtgaatgatg caatggaagg tgtgctgggg tcgccctgtg tcccgtgcat aggagcatct 180 

cagcctccag gtcctctcct ttggggctta cggcaccccc atgctacgaa ccgcaggcag 240 



ggacggcctc tgtcgcctgt ccacctactt ggaagaactc gaggctgtgg aactgaagaa 300 



gttcaagtta tacctgggga ccgcgacaga gctgggagaa ggcaagatcc cctggggaag 360 

catggagaag gccggtcccc tggaaatggc ccagctgctc atcacccact tcgggccaga 420 

ggaggcctgg aggttggctc tcagcacctt tgagcggata aacaggaagg acctgtggga 480 

gagaggacag agagaggacc tggtgaggga taccccacct ggtggcccgt cctcacttgg 54 0 

gaaccagtca acatgccttc tggaagtctc tcttgtcact ccaagaaaag atccccagga 600 

aacctacagg gactatgtcc gcaggaaatt ccggctcatg gaagaccgca atgcgcgcct 660 

aggggaatgt gtcaacctca gccaccggta cacccggctc ctgctggtga aggagcactc 720 

aaaccccatg caggtccagc agcagcttct ggacacaggc cggggacacg cgaggaccgt 780 

gggacaccag gctagcccca tcaagataga gaccctcttt gagccagacg aggagcgccc 840 

cgagccaccg cgcaccgtgg tcatgcaagg cgcggcaggg ataggcaagt ccatgctggc 900 

acacaaggtg atgctggact gggcggacgg gaagctcttc caaggcagat ttgattatct 960 

cttctacatc aactgcaggg agatgaacca gagtgccacg gaatgcagca tgcaagacct 1020 

catcttcagc tgctggcctg agcccagcgc gcctctccag gagctcatcc gagttcccga 1080 

gcgcctcctt ttcatcatcg acggcttcga tgagctcaag ccttctttcc acgatcctca 1140 

gggaccctgg tgcctctgct gggaggagaa acggcccacg gagctgcttc ttaacagctt 1200 

aattcggaag aagctgctcc ctgagctatc tttgctcatc accacacggc ccacggcttt 1260 

ggagaagctc caccgtctgc tggagcaccc caggcatgtg gagatcctgg gcttctctga 1320 

ggcagaaagg aaggaatact tctacaagta tttccacaat gcagagcagg cgggccaagt 138 0 

cttcaattac gtgagggaca acgagcctct cttcaccatg tgcttcgtcc ccctggtgtg 1440 

ctgggtggtg tgtacctgcc tccagcagca gctggagggt ggggggctgt tgagacagac 1500 

gtccaggacc accactgcag tgtacatgct ctacctgctg agtctgatgc aacccaagcc 1560 

gggggccccg cgcctccagc ccccacccaa ccagagaggg ttgtgctcct tggcggcaga 1620 

tgggctctgg aatcagaaaa tcctatttga ggagcaggac ctccggaagc acggcctaga 1680 

cggggaagac gtctctgcct tcctcaacat gaacatcttc cagaaggaca tcaactgtga 1740 

gaggtactac agcttcatcc acttgagttt ccaggaattc tttgcagcta tgtactatat 1800 

cctggacgag ggggagggcg gggcaggccc agaccaggac gtgaccaggc tgttgaccga 18 60 

gtacgcgttt tctgaaagga gcttcctggc actcaccagc cgcttcctgt ttggactcct 1920 

gaacgaggag accaggagcc acctggagaa gagtctctgc tggaaggtct cgccgcacat 198 0 



caagatggac ctgttgcagt ggatccaaag caaagctcag agcgacggct ccaccctgca 2040 

gcagggctcc ttggagttct tcagctgctt gtacgagatc caggaggagg agtttatcca 2100 

gcaggccctg agccacttcc aggtgatcgt ggtcagcaac attgcctcca agatggagca 2160 

catggtctcc tcgttctgtc tgaagcgctg caggagcgcc caggtgctgc acttgtatgg 2220 

cgccacctac agcgcggacg gggaagaccg cgcgaggtgc tccgcaggag cgcacacgct 228 0 

gttggtgcag ctcagaccag agaggaccgt tctgctggac gcctacagtg aacatctggc 2340 

agcggccctg tgcaccaatc caaacctgat agagctgtct ctgtaccgaa atgccctggg 2400 

cagccggggg gtgaagctgc tctgtcaagg actcagacac cccaactgca aacttcagaa 2460 

cctgaggctg aagaggtgcc gcatctccag ctcagcctgc gaggacctct ctgcagctct 2520 

catagccaat aagaatttga caaggatgga tctcagtggc aacggcgttg gattcccagg 2580 

catgatgctg ctttgcgagg gcctgcggca tccccagtgc aggctgcaga tgattcagtt 2 640 
gaggaagtgt 



